
M00360  Aminoacyl-tRNA biosynthesis, prokaryotes
M00178  Ribosome, bacteria
M00183  RNA polymerase, bacteria
M00001  Glycolysis (Embden-Meyerhof pathway), glucose => pyruvate
M00048  Inosine monophosphate biosynthesis, PRPP + glutamine => IMP
M00003  Gluconeogenesis, oxaloacetate => fructose-6P
M00002  Glycolysis, core module involving three-carbon compounds
M00051  Uridine monophosphate biosynthesis, glutamine (+ PRPP) => UMP
M00173  Reductive citric acid cycle (Arnon-Buchanan cycle)
M00260  DNA polymerase III complex, bacteria
M00053  Pyrimidine deoxyribonuleotide biosynthesis, CDP/CTP => dCDP/dCTP,dTDP/dTTP
M00009  Citrate cycle (TCA cycle, Krebs cycle)
M00011  Citrate cycle, second carbon oxidation, 2-oxoglutarate => oxaloacetate
M00017  Methionine biosynthesis, apartate => homoserine => methionine
M00374  Dicarboxylate-hydroxybutyrate cycle
M00525  Lysine biosynthesis, acetyl-DAP pathway, aspartate => lysine
M00376  3-Hydroxypropionate bicycle
M00016  Lysine biosynthesis, succinyl-DAP pathway, aspartate => lysine
M00157  F-type ATPase, bacteria
M00164  ATP synthase
M00004  Pentose phosphate pathway (Pentose phosphate cycle)
M00050  Guanine ribonucleotide biosynthesis IMP => GDP,GTP
M00527  Lysine biosynthesis, DAP aminotransferase pathway, aspartate => lysine
M00570  Isoleucine biosynthesis, threonine => 2-oxobutanoate => isoleucine
M00377  Reductive acetyl-CoA pathway (Wood-Ljungdahl pathway)
M00565  Trehalose biosynthesis, D-glucose 1P => trehalose
M00018  Threonine biosynthesis, apartate => homoserine => threonine
M00082  Fatty acid biosynthesis, initiation
M00526  Lysine biosynthesis, DAP dehydrogenase pathway, aspartate => lysine
M00346  Formaldehyde assimilation, serine pathway
M00165  Reductive pentose phosphate cycle (Calvin cycle)
M00439  Oligopeptide transport system
M00121  Heme biosynthesis, glutamate => protoheme/siroheme
M00019  Valine/isoleucine biosynthesis, pyruvate => valine / 2-oxobutanoate => isoleucine
M00096  C5 isoprenoid biosynthesis, non-mevalonate pathway
M00394  RNA degradosome
M00240  Iron complex transport system
M00049  Adenine ribonucleotide biosynthesis, IMP => ADP,ATP
M00335  Sec (secretion) system
M00022  Shikimate pathway, phosphoenolpyruvate + erythrose-4P => chorismate
M00362  Nucleotide sugar biosynthesis, prokaryotes
M00083  Fatty acid biosynthesis, elongation
M00375  Hydroxypropionate-hydroxybutylate cycle
M00114  Ascorbate biosynthesis, plants, glucose-6P => ascorbate
M00023  Tryptophan biosynthesis, chorismate => tryptophan
M00197  Putative fructooligosaccharide transport system
M00357  Methanogenesis, acetate => methane
M00144  NADH:quinone oxidoreductase, prokaryotes
M00167  Reductive pentose phosphate cycle, glyceraldehyde-3P => RuBP
M00549  Nucleotide sugar biosynthesis, glucose => UDP-glucose
M00434  PhoR-PhoB (phosphate starvation response) two-component regulatory system
M00348  Glutathione transport system


