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Dr. Kara Fitzgerald Maps Epigenetic Methylation on 15MM 

Methylation occurs in every 
cell, all of the time 
 
Epigenetic Methylation = the 
placement or the removal of 
methylation groups on 
different genes to allow for 
the gene expression to turn 
'on' or 'off' 
 
Genes in methylation 
pathways include MTHFR, 
MTRR, CBS 

 
*Acute sleep deprivation = 
epigenetic alterations  
 
*Epigenetic clock expression 
  

* Chronic inflammation can 
alter gene expression 
* Consider histamine 

metabolism via methylation 
* Research into 

cancer genes and 
epigenetic methylation 

 
 
* Toxins have a strong influence on 
epigenetic expression & methylation 
* Alcohol intake 
* Dietary toxin exposures 
* Amalgams

* Counters many negative 
methylation factors (stress, 
inflammation) 
* Protects aging epigenome 
* Epigenetic alterations in 
genes for energy metabolism, 
insulin 

Life experiences alter 
methylation! 
- gut health 
- nutrition deficiencies (esp at 
critical times of development) 
- exercise or lack of 
- stress 
- community, relationships 
- sleep 
- allergies 
- detox 
- medications 
- supplements 
- environmental toxins 
- methyl donor drain 

Cast a wide net and let go of being 
myopic; honor the entire matrix 
 
Microbiome (nutrients, epigenetic modulators) 
 
Nutrient assimilation 
 
 

 
Mitochondrial integrity 

 
Methyl donor drain

 
Ability to replicate epigenetic patterns  
during mitosis 

* Methylation adaptogens = 
flavonoids that augment 
expression of the genes 
* Curcumin/turmeric 
Rosemary/rosmarinic acid 
Sulforaphane, Quercitin, 
EGCG, Resveratrol, DIM 
* Intermittent Fasting

Consider folate receptors 
 

Environmental toxins (heavy metals, POPs) 
Medication (enzyme interference, nutrient 

depletion, SAMe depletion) 
 

- Continued exposures to 
trigger alters expression 
- Imbalances in any areas of 
the matrix 
- Methyl donor drain 
- Creatine, choline, carnitine 
deficiencies 
+ Niacin, selenium 
metabolism 
+ Calorie restriction/IF 
 
Note: even one night of poor 
sleep can change the 
epigenome expression!

* Methyl donor drain (COMT) 
* Early life stress ‘primes’ for 
later hyper-stress response 
* PTSD – DNA methylation 
dysregulation (including 
inflammation-related genes) 

 
A healthy lifestyle is 

important; it leads to a 
more robust health span 

& longevity 

 
Methylation  
adaptogens 
 
Excess estrogen metabolism 

 
* Cuddling babies (positive) 
 
 
Nuanced relationship between 
methylation and epigenetics! 


