Sequencing results:

NNGGNNNTGGCCCTGTCCTTTTNCNNNACAACCATTACCTGTCCACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAATAATAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAGAGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAGTAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCACAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTANGTATCTCANNTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGNNCGAACCCCCCGNTNANNCCGACCGCTGCNNNTTATCCNNTAACTATCGNCTTGNNTCCAACCCNGNNNNNNNCGACTTNTCNCCNNTGGNNNNNNCNANTGNTAACNGNATTAGCANNNNNNNNNNNTANNNNGNNNNNCNNNNTNNTNNNNGGNNNNNANTNNNNNNNNNTNNNNNAANNNNNTTNGNNNNNNNNNNNNTNNANNNNNNNNCNNNNNNNNN
Expected results:

TTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAATAATAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAGAGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAGTAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTAC

MATCH_A = 0.65, MATCH_B = 0.75, MATCH_C = 0.85, MATCH_D = 0.95, UMATCH = 0.99, GAP = 0.05, BLOCKOPEN = 0.01

score = 1323.36
8       TGGCCCTGTCCTTTTNCNNNACAACCATTACCTGTCCACACAATCTGCC 

        TGGCCCTGTCCTTTT C   ACAACCATTACCTGTCCACACAATCTGCC 

8       TGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAATCTGCC 

57      CTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGT 

        CTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGT 

57      CTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGT 

106     TTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAATA 

        TTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAATA 

106     TTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAATA 

155     ATAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGA 

        ATAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGA 

155     ATAATACTAGAGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGA 

204     CTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAG 

        CTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAG 

204     CTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTACTAG 

253     AGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAG 

        AGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAG 

253     AGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAG 

302     TAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCG 

        TAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCG 

302     TAGCGGCCGCTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCG 

351     TTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTT 

        TTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTT 

351     TTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTT 

400     ATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGC 

        ATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGC 

400     ATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGC 

449     CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC 

        CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC 

449     CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCC 

498     ACAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA 

        A AGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA 

498     ATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA 

547     GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT 

        GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT 

547     GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT 

596     GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGAT 

        GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGAT 

596     GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGAT 

645     ACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTC 

        ACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTC 

645     ACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTC 

694     ACGCTGTANGTATCTCANNTCGGTGTAGGTCGTTCGCTCCAAGCTGGGC 

        ACGCTGTA GTATCTCA  TCGGTGTAGGTCGTTCGCTCCAAGCTGGGC 

694     ACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGC 

743     TGTGTGNNCGAACCCCCCGNTNANNCCGACCGCTGCNNNTTATCCNNTA 

        TGTGTG  CGAACCCCCCG T A  CCGACCGCTGC   TTATCC  TA 

743     TGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTA 

792     ACTATCGNCTTGNNTCCAACCCNGNNNNNNNCGACTTNTCNCCNNTGGN 

        ACTATCG CTTG  TCCAACCC G       CGACTT TC CC  TGG  

792     ACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGC 

841     NNNNNCNANTGNTAACNGNATTAGCA                        

        C A TG TAAC G ATTAGCA                        

841     AGCAGCCACTGGTAACAGGATTAGCA
