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COMBATING SHIGA TOXIN

We have designed the constructs such that each modular unit is followed by a 

Restriction Enzyme site. This design provides a unique feature of splitting the construct 

into different functional components. Thus, it offers great flexibility to tweak the 

system depending on the user’s requirements. 
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RESULTS

Reverse HPLC

Cloning

Modeling

We successfully engineered Gb3 

mimic sequence (BBa_K1194000) 

downstream of AHL induced 

promoter system (BBa_F2620). 

Results were further confirmed by 

sequencing. Engineering of the I3A 

system was accomplished and 

furtherfurther confirmation is being done 

by sequencing.  

Chromatogram in the presence of AHL Chromatogram in the absence of AHL

The chromatograms above show a significant difference in the height of the peaks (A & B). Peak 

A corresponds to the AHL induced sample while Peak B to the uninduced sample. We can state, 

with some confidence (n=8) that the peak A corresponds to the Gb3 mimic peptide. 
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The web server  PEP-FOLD was used to model the peptide 

(WHWTWLSEY) and HADDOCK was used to perform the docking 

studies.

AmongstAmongst the results predicted by HADDOCK, the cluster with the 

predicted HADDOCK score of -100.8+/-6.2 seemed to be the most 

suited interacting partner to Shiga toxin. This can be attributed to 

the optimum energy values assigned by HADDOCK as well as the high 

similarities of the binding modes of the peptide to the toxin as 

compared to that of the same of Gb3-Shiga toxin complex. This was 

analysed by the RMSD values as indicated by Pymol following 

structural alignment. The RMSD value obtained was 0.359.structural alignment. The RMSD value obtained was 0.359.
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