Chromosome I Redesign
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Circles surround essential genes of Chr I

Of 117 annotated ORFS, 13 are essential

TFC3, EFBI, MAK16, PRP45, POP5, CDC19, CDC24, PTA1, RFAI, YAL034C-B, MTW1, CDC15, SEN34

TELOMERE info from SGD

http://db.yeastgenome.org/cgi-bin/locus.pl?locus=TEL01R#summaryParagraph 

SUMMARY PARAGRAPHS for TEL01L and TEL01R

The chromosome ends of Saccharomyces cerevisiae are complex mosaics of several different types of telomeric and subtelomeric elements known as X element core sequences, X element combinatorial repeats, telomeric repeats, and Y' elements (1). The X element core sequence, a small conserved element of ~475 bp containing an ARS sequence and in most cases an Abf1p binding site, is the only region shared by all chromosome ends (1, 2). The X element combinatorial repeats, formerly known as subtelomeric repeats or STRs, are located between the X element core sequence and the telomeric end and are usually present as a combination of one or more of several types of smaller elements designated D, C, B, or A (1, 2). The telomeric repeat is a G-rich terminal sequence of the form (TG1-3)n that is maintained by telomerase (2). The Y' element is a helicase-encoding repetitive sequence found in many but not all subtelomeric regions next to the telomeric repeats, or adjacent X element combinatorial repeats, either as a single copy or tandem repeat of two to four copies (3, 2, 4). Possible functions of telomeric regions include roles in chromosomal segregation, maintenance of chromosome stability, recombinational sequestering, or as a barrier to transcriptional silencing (1, 2).
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In yeast, all chromosome ends are generally of one of two types -- those that have only X elements and those that have both X and Y' elements. The X element is defined as a core X component along with associated variable sequences. The core X is found in some form at all 32 ends of the sequenced strain. All ends at least contain the X-ACS region and 31 of the 32 ends contain the conserved Abf1p binding site. Most of the core X elements are full length (approximately 475 bp). Between the X elements and the terminal TG1-3 telomere repeats (or between the X and Y' elements) are several small X element combinatorial repeats, formerly known as subtelomeric repeat sequences or STRs, that can vary in presence/absence as well as copy number. These contain potential binding sites for Tbf1p. Y' elements can vary in copy number from 1-4 tandem repeats when present at a given end and usually have TG1-3 sequences at their centromere proximal end.

TEL01L, the left telomeric region of chromosome I, is composed of an X element core sequence TEL01L-XC containing an ARS consensus sequence, an Abf1p binding site and two small dubious ORFs (YAL068W-A and YAL069W), X element combinatorial repeats TEL01L-XR of the D, C, B and A types containing Tbf1p binding sites, and a short terminal stretch of telomeric repeats TEL01L-TR.

 TEL01R, the right telomeric region of chromosome I, is composed of an X element core sequence TEL01R-XC containing an ARS consensus sequence and an Abf1p binding site, and a short terminal stretch of telomeric repeats TEL01R-TR.

Further information can be found at the website of Dr. Ed J. Louis, Department of Genetics, University of Leicester.
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TELOMERE SEQUENCE DATA

http://db.yeastgenome.org/cgi-bin/getSeq?seq=TEL01L&flankl=0&flankr=0&map=a3map
TEL01L on chromosome I from coordinates 1 to 801.

This is the genomic DNA sequence and may contain untranslated regions or bases (e. g. introns, or the site of a programmed translational frameshift). For a version of the sequence that does not contain these untranslated sequence region(s), please go back and select the coding sequence option.

>TEL01L  Chr 1  

CCAATATGTTTATGTATTATTGTTGAAAAGTAGAATATTTTTATGTTTAGGTGATTTTTG

TGGGGATTTTTCTGTAATATTGACATAAGTGTATATAAATGGAGTGGTAAGTATATGGTG

CAAAAGTGGTATAACGTATGTATTAAGGGCAGTTATACAATATTTGGGACCGCCGAATGA

GATATAGATATCAAAATGTGGATAATGATGGGCGTTATGGGTAAATGGCACAGGGTATAG

ACCGCTGAGGCAAGTGCCGTGCATAATGATGTGAGTGCATTTGGTACTGATTCAGTGAGA

GATGGGCCATGGAGTGAAGTGGAATCTGAGAGTAGGGTAAGTTTGAGATGGTATATACTG

TAGCATCCGTGTGCGTACGTAAAATCAGTATACAAGTGAGGGTGAGTATGGCATGTGGTG

GTGGTATAAAGTGGTAGGGTAAGCACGTGTGTGTTATTTACGATCATTTGTTAGCGTTTC

AATATGGTGGGTAGAAGAACAGTATGGTGAGTAGGTCATGGTGGATGGTAGGGTAATGGT

AGGGTAAGTGGCAGTGGGTTGGATATGGGTAATTGGAGGGTAACGGTGGGTGAGTGGTAG

TAAGTAGAGGGATGGATGGTGGTTCGGAGTGGTATGGTTGAATGGGACAGGGTAACGAGT

GGAGGCAGGGTAATGGAGGGTAAGTTGAGAGACAGGTTGGCCAGGGTTAGATTAGGGCTG

TGTTAGGGTAGTGTTAGGATGTGTGTGTGTGGGTGTGGTGTGGTGTGTGGTGTGGTGTGT

GGGTGTGTGGGTGTGGTGTGG

http://db.yeastgenome.org/cgi-bin/getSeq?seq=TEL01R&flankl=0&flankr=0&map=a3map
TEL01R on chromosome I from coordinates 229402 to 230208.

This is the genomic DNA sequence and may contain untranslated regions or bases (e. g. introns, or the site of a programmed translational frameshift). For a version of the sequence that does not contain these untranslated sequence region(s), please go back and select the coding sequence option.

>TEL01R  Chr 1  

ATAGTGTGTTTATACCTTATTATTGATGATTAGTATATATTTTTATATTTAGGTGATTTT

AGTGGAGATTATTTGGTGGTAATTACACTAGTATACATAAAATGGGTAGTGGATATTTGT

ATAGAAAGGGCATTACGCATGGAGTTAAGAGTATTTACATGATAATTGGGTTCCGTGATT

CATTATAGATAATAAAACGTGGATAATATTGGGTGTTATAGGTAAATGGGACAGGGTATA

GACCGCTGAGGCAAGTGCCGTGTATGGTGATGTGGTATGGTATCGAGTACCGATGGAGTG

AGAGATGGCCTTGGTGTAGAGTATTATGGCGGGTAAGTTAGATGATGTATTGTTTACGTT

ATATTTGTTTAAATTGGATTTGTTTACATTAGATTTGTTTACATTTCAATATATCAATGG

AGGGTATGTAGCATTATGGTAAGTAGCACGTGGTAGATGGGGATTGTAGGTGGATGGTAG

GATGAGTGGTAGTGAGAGTTGGATAAGATATATTGGGCAGGGGATAGATGGTTGTTGGGG

TGTGGTGATGGATAGTGAGTGGATAGTGAGTGGATGGATGGTGGAGTGGGGGAATGAGAC

AGGGCATGGGGTGGTGAGGTAAGTGCCGTGGATTGTGATGATGGAGAGGGAGGGTAGTTG

ACATGGAGTTAGAATTGGGTCAGTGTTAGTGTTAGTGTTAGTATTAGGGTGTGGTGTGTG

GGTGTGGTGTGGGTGTGGGTGTGGGTGTGGGTGTGGGTGTGGGTGTGGTGTGGTGTGTGG

GTGTGGTGTGGGTGTGGTGTGTGTGGG

